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HT1220 Report 



RECORD INFORMATION 



Gene ID: 
Sequence ID: 
Protein' ID: 
Sequence name: 
Genome : 
Taxon: 
LOCUS : 

Common Name : 
Role ID: 



1220 
1220 
1220 

thrombospondin 1, alt. transcript 

nucleus 

Homo sapiens 

1220 

thrombospondin 1 
40 



Coding sequence length: 3513 nt 

Transcript sequence length: ^2^ 
Expression data: 



THC201S73 



ACCESSION DATA 

HT1220 is derived from accessions(s): 

SP-P07996 (THROMBOSPONDIN 1 PRECURSOR.) 
ffl3-X0*66 5 (Human mRNA for thrombospondin) 
O B-X14787 (Human mRNA for thrombospondin) 
r,B ■ U12 4 7 1 ( thrombospondin-p5 0 {Homo sapiens)) 
BB-M99425 (Human thrombospondin mRNA, 3' end.) 



GBjM994_25. (Human cmoniuu!..^- - ^^^y 

ptr:G0147B (thrombos P ondin-p50 - human (fragment)) 
GB -U12471 (Human thrombospondin- 1 gene, partial cas.j 



ALTERNATIVE SPLICE INFORMATION 
Alternative splice forms for this gene: 

HT3 98 7 thrombospondin 1, alt. transcript 2 

MAPPING DATA 

GDB accession(s) for this gene: 

GD3 ID: Symbol 



Figure 1A 
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IED ANL I P P VPDDKFQDL VD AVRAEKGFLLLAS LRQMKKTRGTLLALERKDHSGQVF S W 
SNGKAGTLD LS LTVQGKQHW S VEEALLATGQ WKS I TL FVQEDRAQL Y IDCEKMENAELD 
VP IQS VFTRJDLAS IARXjRIAKGGVNDNFQGVLQNVRFVFGTTPED ILRNKGCSSSTSVLL 
TLDNNWNGS S P AIRTNYIGHKTKDLQAI CG I S CDELS SMVLELRGLRTIVTTLQDS IRK 
VTEENKEliANELRRP P LCYHNGVQ YRNNEEWTVDS CTECHCQNS VTI CKKVS CP IMPCSN 
ATVPDGECCPRCWPSDSADDGWSPWSEWTSCSTSCGNGIQQRGRSCDSLNNRCEGSSVQT 
RTCHIQECDKRFKQDGGWSHWSPWSSCSVTCGDGVITRIRLCNSPSPQMNGKPCEGEARE 
TKACKKDACP INGGWGPWS P WD I CSVTCGGGVQKRSRLCNNPAPQFGGKDCVGDVTENQI 
CNKQDCPIDGCLSNPCFAGVKCTSYPDGSWKCGACPPGYSGNGIQCTDVDECKEVPDACF 
NHNGEHRCFJTTDPGYNCLPCPPRFTGSQPFGQGVEHATANKQVCKPRNPCTDGTHDCNKN 
AKCNYLGHYS D PMYRCE CKP GYAGNG 1 1 C GED TD LDGW PNENL VCVANATYHCKKDNCPN 
LPNSGQEDYDKDGIGDACDDDDDNDKIPDDRDNCPFHYNPAQYDYDRDDVGDRCDNCPYN 
HNPDQADTDNNGEGDACAADIDGDGILNERDNCQYVYNVDQRDTDMDGVGD^ 
NPDQLDSDSDRIGDTCDNNQDIDEDGHQ^TNIjDNCPYVPNANQADHDKDGKGDACDHDDDN 
DGIPDDKDNCRLVPNPDQKDSDGDGRGDACKDDFDHDSVPDIDDICPENTOISETDFRRF 
QMI PLD P KGT S QND PNWWRHQGKELVQTVNCD PGLAVGYDE FNAVDF SGTFF INTERDD 
DYAGFVFGYQS S SRFYWMWKQVTQS YWDTNPTRAQGYSGLS VKVVNSTTGPGEHLRNAL 
WHTGNTPG Q VRTLWKD PRHI GWKDFTAYRWRLSHRP KTGF IR WMYEG K2CIMAD S GP I YD 
KTYAGGRLGLFVFS QEMVFFSDLKYECRD P 



Figure ID 
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• EGADJ 



HT2143 Report 



RECORD INFORMATION 



Gene ID : 
Sequence ID: 
Protein ID: 
Sequence name: 
Genome : 
Taxon: 
Locus : 

Common Name : 
Role ID: 



2081 
2143 
2125 

throrabospondin 4 
nucleus 
Homo sapiens 
2081 

thrombospondin 4 
40 



Coding sequence length: 238S nt 

Transcript sequence length: 3 074 nt 

Expression data: THC1S8897 



ACCESSION DATA 

HT2143 is derived from accessions(s): 

SP:P35443 (THROMBOSPONDIN 4 PRECURSOR . ) 

GB : Z19535 ( thrombospondin-4 {Homo sapiens}) 

G3 : Z195 8 5 (H. sapiens mRNA for thrombospondin-4) 

PIR:A5 5710 (thrombospondin 4 precursor - human) 



cDNA FEATURES 

Feature End 5 End 3 



coding_seq 2 8 2 913 

3'UT " 2914 3074 



SEQUENCE 
nucleotide: 

gaattccggggagcaggaagagccaacatgctggccccgcgcggagccgccgtcctcctg 
ctgcacctggtcctgcagcggtggctagcggcaggcgcccaggccaccccccaggtcttt 
gaccttctcccatcttccagtcagaggctaaacccaggcgctctgctgccagtcctgaca 
gaccccgccctgaatgatctctatgtgatttccaccttcaagctgcagactaaaagttca 
gccaccatcttcggtctttactcttcaactgacaacagtaaatattttgaatttactgtg 
atgggacgcttaagcaaagccatcctccgttacctgaagaacgatgggaaggtgcatttg 



Figure 2 A 
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ACDSCPDVSNPNQSDVDNDLVGDSCLTNQDSDGDGHQDSTDNCPTVINSAQLDTDKDGIG 
DECDDDDDNDGIPDLVPPGPDNCRLVPNPAQEDSNSDGVGDICESDFDQDQVIDRIDVCP 
ENAE VTLTDFRAY QTVGLD PEGDAQ IDPNWWLNQGME I VQTMNSD PGLAVGYTAFNGVD 
FEGTFHVNTQTDDD YAGF I FGYQDS S S FYWMWKQTEQTYWQATPFRAVAEPG IQLKAVK 
SKTGPGEHLRNSLraTGDTSDQVllLLWKDSit^GWKDKVSYRWFLQHRPQVGYIRVRFYE 
GSELVADSGVTIDTTMRGGRLGVFCFSQENI IWSNLKYRCNDTI PEDFQEFQTQNFDRFD 
N 




Figure 2C 



